Supplementary Figure I. Regional association plot for rs2836411 for the abdominal aortic aneurysm (AAA) meta-GWAS. -log10 p-values from the AAA discovery metaanalysis of 6 GWAS datasets by Jones et al., 2017, are plotted against their genomic position
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Statistically significant interactions shown are of category 1 and 2 (see Material and
Methods), and were called separately for the region within the ERG-P3 sub-domain (region within the dotted lines) and on the total chromosome 21 (region outside the dotted lines).
UCSC reference genes are in blue and the ERG P1/2 and P3 promoters are indicated by hooked arrows. Tracks were obtained using the UCSC genome browser. 
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Primer name Sequence (5´-3´)
Rs2836411-F TGCAAAACAGATACTCCCTTCC
Rs2836411-R TTTGCCAGATGTGAGAATGG
Primer name Sequence (5´-3´)
ERG 
